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INTRODUCTION
Around 85% of adolescents and young adults affected by chronic 
inflammatory disorder of pilosebaceous follicles over face which is 
called as Acne vulgaris [1,2]. Pathogenesis mainly includes increased 
oily secretions like sebum, hypercornification of the pilosebaceous 
duct, colonisation of the duct with normal microbial flora which 
includes P. acnes and the production of infection and inflammation 
[3]. Other factors which influence the acne include fatty diet intake, 
excessive sweating, hormonal changes during menstruation, 
stress, occupation, exposure to ultraviolet radiation [4]. Most of the 
times acne is genetically determined and host response pattern, 
bacterial colonisation and inflammatory conditions are also being 
triggered [5].

Acne does not spread from one person to another. It is mainly due 
to blocking of pilosebaceous duct by microflora like P. acnes and 
S.  epidermidis [3]. Depending on the severity and pattern of the 
disease, the acne patients are given topical treatment or topical 
and systemic combination of antibiotics. Due to development  of 
a resistance to antibiotics and production of new strains in 
microorganisms, it is better to do culture and sensitivity and give the 
appropriate drug to the patient [6,7]. This study was undertaken to 

determine bacteria responsible for acne vulgaris and also to find out 
in-vitro antibiotic sensitivity to give proper care to the patient.

MATERIALS AND METHODS
This was a cross-sectional study done by taking samples from 
100 patients with chief complaints of acne attending Dermatology 
Department at Konaseema Institute of Medical Sciences and 
Research Foundation (KIMS and RF). The study was conducted 
from November 2019 to February 2021. Before initiation of study, 
Institutional Ethics Committee (IEC) approval in KIMS RF (IEC/
PR/2018-002/08.06.2021) was taken and also written consent 
from patients was also obtained.

Inclusion criteria: The different types of acne lesions are papules, 
pustules, painful nodules and nodulocystic lesions were included. 

Exclusion criteria: The single acne lesions which are produced 
during menstruation were excluded. 

Samples from the pustular and nodulocystic skin lesions were 
collected from 100 patients. The samples were immediately cultured 
on all the basic media like blood agar and Mac Conkey agar, under 
aerobic at 37oC for about 24 hours to 48 hours and for anaerobic 
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ABSTRACT
Introduction: Acne vulgaris is a pilosebaceous disorder among 
youth during puberty and also in young adults. Hormonal 
imbalance, bacterial activity and inflammation can cause acne 
formation. Due to some anti-inflammatory effects and temporary 
self treatment of acne using some antibiotics, there is overuse/
improper use of antimicrobial agents which leads to resistance 
in bacterial strains.

Aim: To provide an overview of bacteria that may cause acne 
and determine their susceptibility to antibiotics and reduce the 
overuse of antibiotics which leads to antibiotic resistance.

Materials and Methods: This was a cross-sectional study done 
on samples from from 100 patients with chief complaints of acne, 
attending Dermatology Department at Konaseema Institute of 
Medical Sciences and Research Foundation (KIMS RF). This study 
was done between November 2019 to February 2021. Acne 
pustules were cultured on all the basic media like blood agar 
and Mac Conkey agar, under aerobic and anaerobic conditions. 
Bacterial identification was performed by gram staining and 
relevant biochemical tests. Antibiotic susceptibility was done 
based on the Clinical and Laboratory Standards Institute (CLSI) 
2019. Data was calculated and analysed statistically by Statistical 
Package for Social Science (SPSS) version 21.0.

Results: Total 100 participants were taken for the study. 
Females (63%) were more commonly affected as compared to 
males (37%) and the most commonly affected age group was 

teenage i.e., 10 to 20 years in both male and females. Among 
100 subjects, 77  cases showed bacterial growth by  aerobic 
and anaerobic culture and 23 cases showed negative for 
bacterial culture. All isolates were susceptible to rifampin (100%) 
(p<0.001). Propionibacterium acnes (P. acnes) was susceptible to 
doxycycline (88.8%) and minocycline (88.8%), while 22.3% was 
resistant to erythromycin, clindamycin, and tetracycline while 
33.3% showed resistance to ofloxacin. Gram positive cocci like 
Staphylococcus epidermidis (S.epidermidis) was susceptible to 
the antibiotic minocycline and rifampin (100%); but resistant to 
quinolines like ofloxacin (52.5%) macrolides like erythromycin 
(62.5%), clindamycin (47.5%) and tetracycline (17.5%). The 
susceptibility of gram positive cocci like S.  epidermidis to 
doxycycline was (87.5%), which was lower than that of P. acnes 
(88.8%). Staphylococcus aureus (S. aureus) was found to 
be sensitive to minocycline (90.9%), doxycycline (72.7%), 
clindamycin (63.6%), and tetracycline (63.6%); but it was 
resistant to macrolide like erythromycin (45.5%) and quinolines 
like ofloxacin (36.5%). 

Conclusion: This study suggested that bacterial culture and 
antibiotic sensitivity can be better suggested if the culture and 
sensitivity is available so that, sensitivity and resistant pattern 
is known. The use of clindamycin and macrolide (erythromycin) 
needs to be reduced as most gram positive cocci like 
S. epidermidis were resistant to both.
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Type of acne lesions Number of cases

Painful nodules 42

Papules 6

Pustules 24

Nodulocystic lesions 28

[Table/Fig-1]:	 Types of acne lesions.

Age group (years) No. of males No. of females

10-20 18 29

21-30 11 19

31-40 6 11

41-50 2 4

TOTAL 37 63

[Table/Fig-2]:	 Age and gender distribution.

Culture results
Study group 

(n=Number of cases) p-value 

Positive for bacterial culture 77 <0.0001

Negative for bacterial culture 23 <0.0001

Aerobes 56 -

Anaerobes 21 -

[Table/Fig-3]:	 Aerobic and anaerobic culture details.
p-value is calculated using Chi-square test

Type of isolate n=Number of cases

Aerobic (n=56)

S.epidermidis 40

S.aureus 11

Klebsiella spp 5

Anaerobic (n=21)

Propionibacterium acnes 9

Bacteroides 12

Sterile 23

[Table/Fig-4]:	 Aerobic and Anaerobic isolates in study group.

conditions also 37oC for 2 to 7 days. The colonies species were 
determined by gram staining and cultured under specific culture 
media and the appropriate biochemical tests such as mannitol, 
indole and Methyl Red (MR) and Voges-Proskauer (VP) and specific 
standard microbial tests such as oxidase, catalase and coagulase 
tests. [8] The sensitivity patterns  of bacterial strains  to antimicrobials  
was determined according to the method of disc diffusion method 
by Kirby bauer test [8]. The susceptibility of the microorganisms 
was interpreted according to the standard breakpoints determined 
by the CLSI guidelines  2019, [9] and according to the method used 
in an earlier studies done by Nakase K et al., for other bacterial 
isolates [10].

STATISTICAL ANALYSIS
The data was calculated and arranged into different tables and cross 
tables using SSPS version 21.0 and Chi-square test was used for 
significance. 

RESULTS
Analysis of bacteria in both aerobic and anaerobic cultures: 
Most common type of acne lesions observed in this study was acne 
as painful nodules in 42 cases. Other types of lesions were papules, 
pustules and nodulocystic lesions [Table/Fig-1]. The most common 
site of acne lesions in the study were besides nose and on cheeks. 
The most commonly affected were females (63%) compared to male 
(37%) and the most commonly affected age group was teenage i.e., 
10 to 20 years in 29 cases of both males and females as shown in 
[Table/Fig-2]. Out of 100 patients, 77 cases showed bacterial growth 
by aerobic and anaerobic culture and 23 cases showed sterile or 
negative bacterial culture [Table/Fig-3]. Aerobic and anaerobic growth 
of organisms is shown in [Table/Fig-4].

S. epidermidis was susceptible to minocycline and rifampin (100%); but 
resistant to ofloxacin (52.5%), erythromycin (62.5%) and clindamycin 
(47.5%). The susceptibility of S. epidermidis to doxycycline was 
(87.5%), which was lower than that of P. acnes (88.8%). S. aureus 
was found to be sensitive to minocycline (90.9%), doxycycline (72.7%) 
and clindamycin (63.6%), but it was resistant to erythromycin (45.5%) 
and ofloxacin (36.4%). The usage of rifampin showed statistically 
significance difference p<0.001 (Chi-square test).

DISCUSSION
Acne vulgaris  is one of the  chronic skin disease that not only occurs 
in teenage group but also in young  adults [11]. The pathogenesis of 
acne is mainly by disturbance of hormonal imbalance which occurs in 
teenage. Clinical features of acne may include redness, itching, pain, 
comedones, papules, pustules, and nodules. Even though acne can 
be healed by itself, it can  cause some dismorphy of skin like  atrophic 
and hypertrophic scarring that may decrease patient’s cosmetic sense 
[11,12]. It is important for all the  Dermatologists to go through the 
issue carefully and treat acne properly because it can come out into 
acute outbreaks or in a slow onset, prolonged-relapse. For treatment 
of acne, there is increasing evidence that treatment of  acne with the 
combination of both  topical applications and oral antimicrobial agents 
is effective as a first-line therapy for acne that is inflammation and non 
inflammation related [11-14]. The excessive  use of oral antimicrobial 
agents will lead to the emergence of antibiotic resistance in many 
bacterial isolates and also in the commensal flora of the body. Thus 
it can only be recommended in moderate to severe acne to prevent 
antibiotic resistance strains [11,15]. 

Acne vulgaris is a chronic skin disease with many symptoms. 
The primary and the pathognomonic lesion of acne vulgaris is a 
comedone, which may be open or closed. Closed comedones 
were the most common presentation in the study by Adityan B and 
Thappa DM [16]. In a study by Khunger N and Kumar C on adult 
acne revealed that papules and pustules was the usual presentation 
in their study  and mentioned comedonal acne is rare as compared 
to adolescent acne [17]. In this study, also most common type 
of lesions was painful nodules which correlates with the study of 
Adityan B and Thappa DM [16]. 

Acne is not an infectious disease; however, the blocked pilosebaceous 
ducts get infected  with secondary bacteria and cause  inflammation 
besides the nose and on the cheeks with Propionibacterium which are 
trapped by hardened sebaceous plugs within the ducts. The three major 

Antibiotic
S.epidermidis 

(40)
S.aureus 

(11)
Klebsiella spp 

(5)
P.acnes 

(9)

Rifampin 40 (100%) 11 (100%) 5 (100%) 9 (100%)

Minocycline 40 (100%) 10 (90.9%) 4 (80.%) 8 (88.8%)

Doxycycline 35 (87.5%) 8 (72.7%) 4 (80.%) 8 (88.8%)

Clindamycin 21 (52.5%) 7 (63.6%) 3 (60%) 7 (77.7%)

Tetracycline 33 (82.5%) 7 (63.6%) 3 (60%) 7 (77.7%)

Erythromycin 15 (37.5%) 6 (54.5%) 4 (80%) 7 (77.7%)

Ofloxacin 19 (47.5%) 7 (63.5%) 3 (60%) 6 (66.6%)

[Table/Fig-5]:	 Antibiotic sensitivity pattern.

Antibiotics resistance and susceptibility of P. acnes, S. aureus, 
and S. epidermidis and Klebsiella spps to antibiotics: Bacterial 
susceptibility testing was done using Kirby-bauer test under both 
aerobic and anaerobic conditions. [Table/Fig-5] shows the resistance 
patterns of the bacteria against several antibiotics. All isolates were 
susceptible to rifampin (100%). Propionibacterium acnes isolates 
were susceptible to antibiotics doxycycline (88.8%) and minocycline 
(88.8%), while 13% showed resistant to erythromycin, clindamycin 
and tetracycline. 33.3% showed resistance to ofloxacin.
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organisms isolated from the surface of the skin and the pilosebaceous 
ducts of patients with acne are Propionibacterium acnes, S. epidermidis 
and Malassezia furfur in some studies [18]. The most common bacterial 
isolates obtained  from the acne lesions are S. epidermidis, Clostridium 
spp, S. aureus, P. acnes and Klebsiella spp. Resistance genes in 
S. epidermidis are seen and these genes can also be transmitted highly 
and are also capable to remain dormant in skin and cause re infections 
[15,19]. The other bacteria, S. aureus, is usually a commensal bacterium 
of human skin  and is capable of causing acne [20].

In this study, Staphylococcus  epidermidis was the most commonly 
isolated bacteria species (40%) which correlates with studies of 
Sitohang IBS et al., (50.5%) and Srikanth M et al., and Sylvia L 
(63.6%) [21-23]. Barira S [20] found 30% and Moon SH et al., found 
28% of Staphylococcus epidermidis isolates [20,24]. Differences in 
methods of specimen collection might be reason for differences in 
S.epidermidis proportions and other reason could be due to the fact 
that it is a commensal bacterium in acne [19]. The most common 
bacteria found in Korean acne patients in 2012 was found to be 
S.epidermidis. Though Staphylococcus epidermidis can increase  
inflammation of the skin with unknown causes [24]. In this study, 
S. epidermidis was most susceptible to antibiotics like minocycline 
and rifampin and was resistant to macrolide  like erythromycin. It 
is believed that S. epidermidis has capability of producing many 
resistance strains [13]. This was again confirmed by present study 
that showed resistance to erythromycin (62.5%), clindamycin 
(57.5%), and tetracycline (27.5%) are found in higher proportions 
in S. epidermidis which is also correlating with study of Sitohang 
IBS et al., i.e resistance to macrolide like erythromycin (65.2%), 
clindamycin (52.2%), and tetracycline (32.6%) [21].

S. aureus was isolated in 11% of subjects. This result coincided to 
that of Sylvia L [23], (i.e., 9.1%) with a almost same percentage and 
Sitohang IBS et al., also got near by percentage  result i.e 7.7% 
and Srikanth M et al., 13% [21-23]. A recent study showed that 
S. aureus is involved in acne pathogenesis [15]. S. epidermidis 
is capable of transferring its resistance genes to S. aureus via 
plasmids [15]. However, in this study S. aureus did not seem to be 
a potential acne promoter. It was found to be susceptible bacteria 
to minocycline but S. aureus showed resistance to macrolide like 
erythromycin. S. aureus showed 100% susceptibility to rifampin 
which is almost matching to Hassanzadeh P et al., [25] and the 
other drug to which it showed susceptibility is minocycline (90.9%) 
but for tetracycline (63.6%) it is showing less susceptibility and 
the susceptibility to tetracycline was matching to the results from 
Khorvash F et al., [26] which showed that the susceptibility of 
S. aureus to tetracycline was 69.4%. Sitohang IBS et al., [21] also 
showed similar susceptibility i.e higher susceptibility to minocycline 
(100%) than tetracycline (71.4%). 

It is still unclear whether the prior antibiotic treatment history can 
bring any significance in the resistance patterns. P. acnes has 
capability of causing inflammation associated with acne [13]. It 
was predicted to be the most prevalent species to cause acne 
inflammation. However, it was present in only 9% of isolates 
which showed almost same results as Sitohang IBS et al., study 
i.e 11%. Barira S et al., [20] found that P. acnes was present in 
38% of samples, while Sylvia L [23] found that 78.8% of samples 
showed positive for P. acnes. The low prevalence of P. acnes in 
this study was likely related to a high  proportion of other bacteria 
like Clostridium and Staphylococcus spp. This microbe has the 
ability to adapt to in most of the environmental conditions easily 
and inhibit other bacteria [15,19]. However, González R et al., [27] 
isolated P. acnes from all specimens. In their study, the specimens 
were taken from both inflammatory lesions (papules and pustules) 
and non inflammatory lesions (open and closed comedone). These 
were then directly inoculated into the suitable medium. This method 

increases the isolate rate of P. acnes [11]. The number of samples 
for aerobic culture are more as compared to anaerobic cultures 
due to difficulties in growing anaerobic bacteria, and even sample 
collection is also very difficult because it should be collected without 
exposure to air.

Propionibacterium acnes growth and multiplication are most affected 
by acne inflammation. From other studies, it is known that P. acnes is 
highly resistant to  macrolide like erythromycin; and most of the strains 
are cross-resistant to clindamycin [15]. The pattern of resistance of 
P. acnes is also based on the patients genes  and the severity of acne 
infection [14]. This study showed that Propionibacterium acnes was 
sensitive to doxycycline and minocycline. This result was almost same 
as  the results of Sitohang IBS et al., [21] Barira S [20] which showed 
94.7% susceptibility to minocycline and it can be concluded that 
the proportion of these two antibiotics doxycycline and minocycline 
were almost same, thus the susceptibility of P. acnes to doxycycline 
and minocycline very high. Propionibacterium acnes is generally 
susceptible to tetracycline but its becoming resistance being most 
used antibiotic systemically.

P. acnes were resistant to erythromycin, clindamycin, and tetracycline 
where to Sitohang IBS et al., [21] and Barira S [20] who found almost 
same results  that P. acnes was most resistant to erythromycin 
(63.2%), followed by clindamycin (57.9%), and tetracycline (47.4%). 
ER Eady et al., [28] found 73 resistant isolates  of Propionibacterium 
acnes however, due to the development of resistance strains, studies 
on antimicrobial susceptibility should be done regularly updated and 
repeated every 5 to 10 years over all regions and antibiotic resistance 
should be checked in clinics where ever facilities are available [26].

In this study, Bacteroides were 12% which is showing distinct 
pathogen to other studies but 5% isolates of Bacteroides were also 
identified in Dreno B et al., study but due to its growth difficulty 
antibiotic susceptibility testing was not done [15]. This study also 
showed 5% Klebsiella isolates which showed similar results with 
Srikanth M et al., study and the percentage of Klebsiella isolates was 
2% [22]. Antibiotic sensitivity showed 100% sensitivity to rifampin 
and 60% of sensitivity to tetracycline but for Srikanth M et al., study 
tetracycline showed total resistance [22]. The most preferable  oral 
antibiotics for acne vulgaris which were included in this study, 
which are rifampin, minocycline and doxycycline. Rifampin showed 
100% susceptibility to all types of organism. This study correlated 
with Hassanzadeh P et al., which states Staphylococcus aureus 
and epidermidis were resistant to tetracycline, erythromycin and 
clindamycin but were highly sensitive to rifampin [25]. 

It was found that patients with acne treated with antibiotics had 
2.15 times higher risk of developing upper respiratory infection 
[11]. The use of antibiotics should be limited because it may cause 
collateral damage. The effectiveness of treatment should target 
multiple pathogenic factors instead of primarily focused on treating 
the bacteria [24]. 

Limitation(s) 
A limitation of this study was the relatively small number of samples 
for the period of study. A bigger sample number will lead to more 
isolates so that these results are more valid. 

CONCLUSION(S)
This study suggests that bacterial culture and antibiotic sensitivity 
can be better suggested if the culture and sensitivity is available 
so that we can know the sensitivity patterns and also the resistant 
strains. On the basis of the results, it is suggested that rifampin will 
be a better antibiotic for acne patients, but to get much more better 
results, combination of rifampin with other antibiotics works good. 
All isolated bacteria were more sensitive  to doxycycline compared to 
tetracycline. The use of tetracycline, clindamycin and erythromycin 
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needs to be limited since most of the isolates were resistant to 
these agents. Therefore, periodical resistance monitoring over time 
is suggested in the future to prescribe the antibiotics which are 
not resistant.

REFERENCES
	 Hanna S, Sharma J, Klotz J. Acne vulgaris- More than skin deep. Dermatology Online [1]

Journal. 2003;9(3):8. Retrieved from: https://escholarship.org/uc/item/0t2870v9.
	 Webster GF, Leyden JJ, Nilsson UR. Complement activation in acne vulgaris: [2]

Consumption of complement by comedones. Infect Immun. 1979;26(1):183-86.
	 Simpson NB, Cunliffe WJ. Disorders of the Sebaceous Glands. In: Burns, T., [3]

Breathnach S, Cox N, Griffiths C, Eds., Rook’s Text Book of Dermatology, 
7th Edition, Blackwell Science, 2004;43:1-7.

	 Firooz A, Sarhangnejad R, Davoudi SM, Nassiri-Kashani M. Acne and smoking: [4]
Is there a relationship? BMC Dermatol. 2005;5:2. 

	 Bek-Thomsen M, Lomholt HB, Kilian M. Acne is not associated with yet-[5]
uncultured bacteria. J Clin Microbiol. 2008;46(10):3355-60.

	 Ashkenazi H, Malik Z, Harth Y, Nitzan Y. Eradication of [6] Propionibacterium acnes 
by its endogenic porphyrins after illumination with high intensity blue light. FEMS 
Immunol Med Microbiol. 2003;35(1):17-24. 

	 Ross JI, Snelling AM, Carnegie E, Coates P, Cunliffe WJ, Bettoli V, et al. Antibiotic-[7]
resistant acne: Lessons from Europe. Br J Dermatol. 2003;148(3):467-78. 

	 Baron EJ, Finegold SM. Bailey & Scott’s Diagnostic Microbiology. 8[8] th Edition, 
Mosby, St. Louis, 1990.

	 CLSI. Autoverification of Medical Laboratory Results for Specific Disciplines. [9]
1st ed. CLSI guideline AUTO15. Wayne, PA: Clinical and Laboratory Standards 
Institute; 2019.

	 Nakase K, Nakaminami H, Takenaka Y, Hayashi N, Kawashima M, Noguchi N. [10]
Relationship between the severity of acne vulgaris and antimicrobial resistance 
of bacteria isolated from acne lesions in a hospital in Japan. J Med Microbiol. 
2014;63(Pt 5):721-28. 

	 Thiboutot D, Gollnick H, Bettoli V, Dréno B, Kang S, Leyden JJ, et al. New insights [11]
into the management of acne: An update from the global alliance to improve 
outcomes in acne group. J Am Acad Dermatol. 2009;60(5 Suppl):S1-50.

	 Zaenglein AL, Graber EM, Thiboutot DM. Acne vulgaris and acneform eruptions. [12]
In: Goldsmith LA, Katz SI, Gilchrest BA (eds). Dermatology in General Medicine. 
8th edition. New York: McGraw Hill. 2012. pp. 897-917.

	 Leyden JJ, Del Rosso JQ. Oral antibiotic therapy for acne vulgaris. J Clin Aesthet [13]
Dermatol. 2011;4(2):40-47. 

	 Zaenglein AL, Pathy AL, Schlosser BJ, Alikhan A, Baldwin HE, Berson DS, et al. [14]
Guidelines of care for the management of acne vulgaris. J Am Acad Dermatol. 
2016;74(5):945-73.

	 Dreno B, Martin R, Moyal D, Heniey JB, Khammari A, Seité S. Skin microbiome [15]
and acne vulgaris: Staphylococcus, a new actor in acne. Exp Dermatol. 
2017;26(9):798-803.

	 Adityan B, Thappa DM. Profile of acne vulgaris- A hospital-based study from [16]
south India. Indian J Dermatol Venereol Leprol. 2009;75:272-78. 

	 Khunger N, Kumar C. A clinico-epidemiological study of adult acne: Is it different [17]
from adolescent acne? Indian J Dermatol Venereol Leprol. 2012;78:335-41. 

	 Layton AM. Disorders of Sebaceous Glands. In: Burns T, Breathnach S, and Cox [18]
N, Griffiths C. Rooks Textbook of Dermatology. 8th ed. West Sussex. Blackwell 
Publishing; 2010. 

	 Bloemendaal AL, Brouwer EC, Fluit, AC. Methicillin resistance transfer from [19]
Staphylocccus epidermidis to methicillin-susceptible Staphylococcus aureus in 
a patient during antibiotic therapy. PLoS One. 2010;5(7):e11841.

	 Barira S. Proportion of positivity and [20] P. acnes resistance pattern towards oral 
antibiotics from patients with moderate to severe acne vulgaris [Thesis]. Jakarta: 
Universitas Indonesia; 2006.

	 Sitohang IBS, Fathan H, Effendi E, Wahid M. The susceptibility of pathogens [21]
associated with acne vulgaris to antibiotics. Med J Indones. 2019;28:21-27. 

	 Srikanth M, Kalyani CS, Mohan N, Sridhar K, Padmaja IJ. Bacteriology of acne. [22]
Journal of Evolution of Medical and Dental Sciences. 2015;4(19):3267-74. 

	 Sylvia L. Association between microorganism from acne lesion [Thesis]. Padang: [23]
Universitas Andalas; 2010.

	 Moon SH, Roh HS, Kim YH, Kim JE, Ko JY, Ro YS. Antibiotic resistance of microbial [24]
strains isolated from Korean acne patients. J Dermatol. 2012;39(10):833-37. 

	 Hassanzadeh P, Bahmani M, Mehrabani D. Bacterial resistance to antibiotics in [25]
acne vulgaris: An in vitro study. Indian J Dermatol. 2008;53:122-24. 

	 Khorvash F, Abdi F, Kashani HH, Naeini FF, Narimani T. Staphylococcus aureus in [26]
acne pathogenesis: A case-control Study. N Am J Med Sci. 2012;4(11):573-76.

	 González R, Welsh O, Ocampo J, Hinojosa-Robles RM, Vera-Cabrera L, Delaney [27]
ML, et al. In vitro antimicrobial susceptibility of Propionibacterium acnes isolated 
from acne patients in northern Mexico. Int J Dermatol. 2010;49(9):1003-07.

	 Eady EA, Gloor M, Leyden JJ. [28] Propionibacterium acnes resistance: A worldwide 
problem. Dermatology. 2003;206(1):54-56.


